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                     /organism="Tomato leaf curl New Delhi virus"
                     /mol_type="genomic DNA"
                     /isolate="Almeria 661"
                     /host="zucchini"
                     /db_xref="taxon:223347"
                     /segment="DNA-A"
                     /geo_loc_name="Spain"
                     /collection_date="May-2013"
     gene            119..457
                     /gene="AV2"
     CDS             119..457
                     /gene="AV2"
                     /codon_start=1
                     /product="AV2 protein"
                     /protein_id="AHM26183.1"
                     /translation="MWDPLLHEFPESVHGLRCMLAVKYLQEIEKSYSPDTVGYDLVRD
                     LILVLRAKNYVEATSRYHHFNSRIEGTPTAQLRQPLWNPCLCPHCPRHKSKGLDEQAH
                     EQKTQNVQNV"
     gene            279..1049
                     /gene="AV1"
     CDS             279..1049
                     /gene="AV1"
                     /codon_start=1
                     /product="coat protein"
                     /protein_id="AHM26184.1"
                     /translation="MSKRPADIIISTPASKVRRRLNFDSPYGTRASVPIARVTKARAW
                     TNRPMNRKPRMYRMYRSPDVPRGCEGPCKVQSFESRHDVSHIGKVMCVSDVTRGTGLT
                     HRVGKRFCVKSVYVLGKIWMDENIKTKNHTNSVMFFLVRDRRPTGTPQDFGEVFNMFD
                     NEPSTATVKNMHRDRYQVLRKWHATVTGGTYASREQALVRKFVRVNNYVVYNQQEAGK
                     YENHTENALMLYMACTHASNPVYATLKIRIYFYDSVTN"
     gene            complement(1046..1456)
                     /gene="AC3"
     CDS             complement(1046..1456)
                     /gene="AC3"
                     /codon_start=1
                     /product="replication enhancement protein"
                     /protein_id="AHM26185.1"
                     /translation="MITDSRTGEYITADREESGVFIWDVPNPLYFKVLKHDSRPCLTN
                     HDIIKVQVQFNHNLRKALGLHKCFLTFQIWTGLRPPTGIFLRVFRTQVLKYLNMLGVV
                     GICNVIRAVYHVLDNVLHKTIDVWTTYDVKINIY"
     gene            complement(1191..1595)
                     /gene="AC2"
     CDS             complement(1191..1595)
                     /gene="AC2"
                     /codon_start=1
                     /product="transactivator protein"
                     /protein_id="AHM26186.1"
                     /translation="MQSSSHSKNHSIPVAKTSLPQKKKKNIRRRRVDLQCGCSYYISI
                     NCHDHGFTHRGVHHCGSRREWRLYLGRTKSPVFQSIETRQQTVPDQSRHNQSPSTVQP
                     QPAESSGASQVFSNFPNLDGLTPSDWDFLEGF"
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                     /gene="AC1"
     CDS             complement(1498..2583)
                     /gene="AC1"
                     /codon_start=1
                     /product="replication associated protein"
                     /protein_id="AHM26187.1"
                     /translation="MAPPSRFRINAKNYFLTYPKCSLTKEEALSQLQTLETPTSKKFI
                     KICRELHEDGSPHIHVLVQFEGKFQCKNNRFFDLVSPSRAAHFHPNIQGAKSASDVKA
                     YIDKDGDVLEWGVFQIDGRSARGGQQTANDAYAQAINTGNKTDALKVLKELAPKDYVL
                     QFHNLINNLDRIFQTRSEVYVSPFSISSFDRVPADLVDWAKCNVVCSAARPLRPISIV
                     IQGDSRTGKTMWARCLGPHNYLCGHLDLSPKVYSNDAWYNVIDDVDPHYLKHFKEFMG
                     AQRDWQSNTKYGKPVMIKGGIPTIFLCNEGPNSSYKEYLDEEKNAALKQWAIKNAVFI
                     TLEEPLYSSRENIAPPEEEEEHSQEAS"
     gene            complement(2250..2426)
                     /gene="AC4"
     CDS             complement(2250..2426)
                     /gene="AC4"
                     /codon_start=1
                     /product="AC4 protein"
                     /protein_id="AHM26188.1"
                     /translation="MGLRISMFSSNSKGNSSARITDSSTWCPQVGQHISIRTFRELNQ
                     RRTSRHTSTKTETF"ORIGIN  
[bookmark: sequence_KF749223.1]        1 accgaatggc cgcgaaattt tttggtgggc cctgaaccaa tagaattcaa gttacatggc
       61 ttatttagtg cgtggggacc aataaataga cttgctcacc aagtttagat ccacaaacat
      121 gtgggatcca ttattgcacg aatttccgga aagcgtccat ggtctaaggt gcatgttagc
      181 tgtaaaatat ctccaagaga ttgagaagtc ctattctcca gacacagtcg gctacgatct
[bookmark: _GoBack]      241 tgtccgagat ctcattttag ttctccgagc caagaactat gtcgaagcga ccagcagata
      301 tcatcatttc aactcccgca tcgaaggtac gccgacggct caacttcgac agcccctatg
      361 gaacccgtgc ctctgtcccc attgcccgcg tcacaaaagc aagggcctgg acgaacaggc
      421 ccatgaacag aaaacccaga atgtacagaa tgtatagaag tcctgacgtg ccaaggggtt
      481 gtgaaggccc ttgtaaggtg caatcgtttg aatcccggca cgatgtctcg catattggca
      541 aagtcatgtg tgttagtgat gttactcgag gcaccggact cacacatcgc gtaggcaagc
      601 gattttgtgt gaaatctgtc tatgtactgg gaaaaatatg gatggatgaa aatatcaaaa
      661 ctaaaaatca tactaatagt gttatgttct ttcttgttcg tgaccggcgt ccaaccggaa
      721 cccctcaaga ttttggggaa gttttcaata tgtttgataa tgaacctagc acagccacgg
      781 tgaagaacat gcatcgtgat cgttatcaag tcttacggaa gtggcatgct actgtgacgg
      841 gaggaacgta tgcatcaagg gagcaagcat tagttaggaa gtttgttagg gttaataatt
      901 atgttgttta caatcaacaa gaggccggca agtatgagaa tcatactgaa aatgcattaa
      961 tgttgtatat ggcctgtact catgcatcaa atcctgtgta tgctactttg aaaatccgga
     1021 tctattttta tgattcggtc acaaattaat atatattgat ctttacatca tatgttgtcc
     1081 atacatcaat cgttttatgc aagacattat ctaaaacatg ataaacagct cttattacat
     1141 tacaaatgcc gactacacca agcatattta ggtacttaag gacctgcgtt ctaaaaaccc
     1201 tcaagaaaat cccagtcgga gggcgtaagc ccgtccagat ttggaaagtt agaaaacact
     1261 tgtgaagccc cagagctttc cgcaggttgt ggttgaactg tacttggact ttgattatgt
     1321 cgtgattggt caggcacggt ctgctgtcgt gtttcaatac tttgaaatac aggggatttg
     1381 gtacgtccca gataaagacg ccactctctt ctcgatccgc agtgatgtac tcccctgtgc
     1441 gtgaatccgt gatcatggca attgatcgat atgtagtagg aacaaccgca ctgcagatca
     1501 actcgcctcc tgcgaatgtt cttcttcttc ttctggggga gcgatgtttt cgcgactgga
     1561 atagagtggt tcttcgagtg tgatgaagac tgcattcttg attgcccact gcttcagtgc
     1621 tgcatttttt tcttcgtcaa gatattcttt ataactgctg tttggtcctt cattgcacag
     1681 gaagatagtg ggaattccac ctttaatcat gacaggcttt ccgtacttcg tgttgctttg
     1741 ccagtcacgt tgggccccca tgaattcttt aaaatgcttt agatagtggg gatcaacgtc
     1801 gtcaatgacg ttgtaccagg catcattgct ataaactttt gggctaagat ccagatgacc
     1861 acacaaataa ttgtggggtc ctaaacaacg cgcccacatt gttttgcccg tcctactatc
     1921 gccctgtatg actatgctta ttggtcttaa aggccgcgca gckgaacaca ccacattaca
     1981 tttggcccaa tcgacgagat ctgcaggaac tctgtcgaag gatgaaatcg aaaaaggaga
     2041 aacataaacc tccgaacgag tctggaaaat gcgatctaaa ttattaatta aattatgaaa
     2101 ctgcagaaca taatcttttg gtgctagttc ctttaaaacc tttaacgcat ctgtcttgtt
     2161 tccagtgtta attgcctgag catatgcatc gttggccgtt tgttgaccac cacgagcaga
     2221 tcgtccatcg atctgaaaaa caccccattc tagaacgtct ccgtctttgt cgatgtatgc
     2281 cttgacgtcc gacgctgatt tagctccctg aatgttcgga tggaaatgtg ctgccctact
     2341 tggggacacc aagtcgaaga atctgttatt cttgcactgg aatttccctt cgaattggac
     2401 gagaacatgg atatgcggag acccatcctc gtgaagctct ctacagatct tgatgaattt
     2461 cttcgaagtt ggggtttcta gggtttgtaa ttgggaaagt gcctcttcct ttgtaagaga
     2521 gcacttcgga tacgtgagga aatagttttt ggcatttatt ctaaaacgac ttggcggagc
     2581 cataaaaagt gtcgtttcga tctggtgtct ctcaacttcc tgtatgtaat tggtgtctgg
     2641 agtcccatat ataggtaaga cactaaatgg cagaattgta attttgaaga gaaaattact
     2701 ttaaatcaaa tttcaaaagc ggccattcgt ataatatt
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